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NEWS 


1 






Web Page for STN Seminar Schedule - N. America 


NEWS 


2 


JAN 


02 


STN pricing information for 2008 now available 


NEWS 


3 


JAN 


16 


CAS patent coverage enhanced to include exemplified 










prophetic substances 


NEWS 


4 


JAN 


28 


USPATFULL, USPAT2, and USPATOLD enhanced with new 










custom IPC display formats 


NEWS 


5 


JAN 


28 


MARPAT searching enhanced 


NEWS 


6 


JAN 


28 


USGENE now provides USPTO sequence data within 3 days 










of publication 


NEWS 


7 


JAN 


28 


TOXCENTER enhanced with reloaded MEDLINE segment 


NEWS 


8 


JAN 


28 


MEDLINE and L MEDLINE reloaded with enhancements 


NEWS 


9 


FEB 


08 


STN Express, Version 8.3, now available 


NEWS 


10 


FEB 


20 


PCI now available as a replacement to DPCI 


NEWS 


11 


FEB 


2b 


IFIREF reloaded with enhancements 


NEWS 


12 


FEB 


25 


IMSPRODUCT reloaded with enhancements 


NEWS 


13 


FEB 


29 


WPINDEX/WPIDS/WPIX enhanced with ECLA and current 










U.S. National Patent Classification 


NEWS 


14 


MAR 


31 


IFICDB, IFIPAT, and IFIUDB enhanced with new custom 










IPC display formats 


NEWS 


15 


MAR 


31 


CAS REGISTRY enhanced with additional experimental 










spectra 


NEWS 


16 


MAR 


31 


CA/CAplus and CASREACT patent number format for U.S. 










applications updated 


NEWS 


17 


MAR 


31 


LPCI now available as a replacement to LDPCI 


NEWS 


18 


MAR 


31 


EMBASE, EMBAL, and LEMBASE reloaded with enhancements 


NEWS 


19 


APR 


04 


STN AnaVist, Version 1, to be discontinued 


NEWS 


20 


APR 


15 


WPIDS, WPINDEX, and WPIX enhanced with new 










predefined hit display formats 


NEWS 


21 


APR 


28 


EMBASE Controlled Term thesaurus enhanced 


NEWS 


22 


APR 


28 


IMSRESEARCH reloaded with enhancements 


NEWS 


23 


MAY 


30 


INPAFAMDB now available on STN for patent family 










searching 


NEWS 


24 


MAY 


30 


DGENE, PCTGEN, and USGENE enhanced with new homology 










sequence search option 



NEWS EXPRESS FEBRUARY 0 8 CURRENT WINDOWS VERSION IS V8 . 3 , 

AND CURRENT DISCOVER FILE IS DATED 20 FEBRUARY 2008 



NEWS HOURS STN Operating Hours Plus Help Desk Availability 
NEWS LOGIN Welcome Banner and News Items 

NEWS IPC8 For general information regarding STN implementation of IPC 8 

Enter NEWS followed by the item number or name to see news on that 
specific topic. 

All use of STN is subject to the provisions of the STN Customer 



agreement. Please note that this agreement limits use to scientific 
research. Use for software development or design or implementation 
of commercial gateways or other similar uses is prohibited and may 
result in loss of user privileges and other penalties. 

************** STN Columbus *************** 

FILE 'HOME' ENTERED AT 11:58:57 ON 05 JUN 2008 

=> index bioscience medicine 

FILE 'DRUGMONOG' ACCESS NOT AUTHORIZED 

COST IN U.S. DOLLARS SINCE FILE TOTAL 

ENTRY SESSION 

FULL ESTIMATED COST 0.21 0.21 

INDEX 'ADISCTI, ADISINSIGHT, ADISNEWS, AGRICOLA, ANABSTR, ANTE, AQUALINE, 

AQUASCI, BIOENG, BIOSIS, BIOTECHABS, BIOTECHDS, BIOTECHNO, CABA, CAPLUS, 
CEABA-VTB, CIN, CONFSCI, CROPB, CROPU, DDFB, DDFU, DGENE, DISSABS, DRUGB, 
DRUGMONOG2 , DRUGU, EMBAL, EMBASE, ..." ENTERED AT 11:59:20 ON 05 JUN 2008 

72 FILES IN THE FILE LIST IN STNINDEX 

Enter SET DETAIL ON to see search term postings or to view 
search error messages that display as 0* with SET DETAIL OFF. 

=> s dicer? or (dsrna? ( s ) (degrad? or cleav?)) or 

( (doubl? (s) strand? (s)rna?) (s) (degrad? or cleav?)) or (herna? (s) (degrad? or cleav?)) 

1 FILE ADISCTI 

8 FILE ADISINSIGHT 

368 FILE AGRICOLA 

1 FILE ANABSTR 
8 FILE ANTE 

2 FILE AQUALINE 
86 FILE AQUASCI 

236 FILE BIOENG 

2334 FILE BIOSIS 

1314 FILE BIOTECHABS 

1314 FILE BIOTECHDS 

660 FILE BIOTECHNO 
13 FILES SEARCHED. . . 

729 FILE CABA 

1956 FILE CAPLUS 

3 0 FILE CEABA-VTB 

10 FILE CIN 

32 FILE CONFSCI 
1 FILE CROPB 

6 FILE CROPU 

5 FILE DDFB 

33 FILE DDFU 
69145 FILE DGENE 

23 FILES SEARCHED. . . 

212 FILE DISSABS 

5 FILE DRUGB 

8 7 FILE DRUGU 

3 8 FILE EMBAL 

1036 FILE EMBASE 

1361 FILE ESBIOBASE 

70 FILE FROSTI 

31 FILE FSTA 

24883 FILE GENBANK 
35 FILES SEARCHED. . . 

1 FILE HEALSAFE 



852 FILE IFIPAT 

1 FILE IMSPRODUCT 

1 FILE IMSRESEARCH 

1510 FILE LIFESCI 

1301 FILE MEDLINE 

16 FILE NTIS 

21 FILE OCEAN 

626 FILE PASCAL 

113 FILE PCTGEN 

1 FILE PHAR 

1 FILE PHARMAML 

14 FILE PHIN 
402 FILE PROMT 

53 FILES SEARCHED. . . 

1 FILE RDISCLOSURE 
1729 FILE SCISEARCH 

281 FILE TOXCENTER 

5100 FILE USGENE 

12510 FILE USPATFULL 

212 FILE USPATOLD 

1890 FILE USPAT2 

2 FILE VETB 

15 FILE VETU 

6 FILE WATER 

1171 FILE WPIDS 

14 FILE WPIFV 

1171 FILE WPINDEX 
69 FILES SEARCHED. . . 

11 FILE IPA 

6 FILE NAPRALERT 

97 FILE NLDB 

61 FILES HAVE ONE OR MORE ANSWERS, 72 FILES SEARCHED IN STNINDEX 

LI QUE DICER? OR ( DSRNA? ( S ) ( DEGRAD? OR CLEAV? ) ) OR ((DOUBL?(S) STRAND? ( S ) RNA? 
) (S) (DEGRAD? OR CLEAV?)) OR ( HERNA? ( S )( DEGRAD? OR CLEAV?)) 

=> d rank 



Fl 69145 DGENE 

F2 24883 GENBANK 

F3 12510 USPATFULL 

F4 5100 USGENE 

F5 2334 BIOSIS 

F6 1956 CAPLUS 

F7 1890 USPAT2 

F8 1729 SCISEARCH 

F9 1510 LIFESCI 

F10 1361 ESBIOBASE 

Fll 1314 BIOTECHABS 

F12 1314 BIOTECHDS 

F13 1301 MEDLINE 

F14 1171 WPIDS 

F15 1171 WPINDEX 

F16 1036 EMBASE 

F17 852 IFIPAT 

F18 729 CABA 

F19 660 BIOTECHNO 

F2 0 626 PASCAL 

F21 402 PROMT 

F22 368 AGRICOLA 

F23 281 TOXCENTER 

F24 236 BIOENG 



F25 


212 


DISSABS 


F26 


212 


USPATOLD 


F27 


113 


PCTGEN 


F28 


97 


NLDB 


F29 


87 


DRUGU 


F30 


86 


AQUAS CI 


F31 


70 


FROSTI 


F32 


38 


EMBAL 


F33 


33 


DDFU 


F34 


32 


CONFSCI 


F35 


31 


FSTA 


F36 


30 


CEABA-VTB 


F37 


21 


OCEAN 


F38 


16 


NTIS 


F39 


15 


VETU 


F40 


14 


PHIN 


F41 


14 


WPIFV 


F42 


11 


I PA 


F43 


10 


CIN 


F44 


8 


ADISINSIGHT 


F45 


8 


ANTE 


F46 


6 


CROPU 


F47 


6 


WATER 


F48 


6 


NAPRALERT 


F49 


5 


DDFB 


F50 


5 


DRUGB 


F51 


2 


AQUALINE 


Fb2 


2 


VETB 


F53 


1 


ADISCTI 


F54 


1 


ANABSTR 


Fbb 


1 


CROPB 


Fb6 


1 


HEAL SAFE 


F57 


1 


IMSPRODUCT 


F58 


1 


IMSRESEARCH 


Fb9 


1 


PHAR 


F60 


1 


PHARMAML 


F61 


1 


RDISCLOSURE 



=> file f2-fl3 

COST IN U.S. DOLLARS 

FULL ESTIMATED COST 



SINCE FILE TOTAL 
ENTRY SESSION 
5.85 6.06 



FILE 'GENBANK' ENTERED AT 12:04:43 ON 05 JUN 2008 



FILE ' USPATFULL ' ENTERED AT 12:04:43 ON 05 JUN 2008 

CA INDEXING COPYRIGHT (C) 2008 AMERICAN CHEMICAL SOCIETY (ACS) 

FILE ' USGENE ' ENTERED AT 12:04:43 ON 05 JUN 2008 
COPYRIGHT (C) 2008 SEQUENCEBASE CORP 

FILE 'BIOSIS' ENTERED AT 12:04:43 ON 05 JUN 2008 
Copyright (c) 2008 The Thomson Corporation 

FILE 'CAPLUS' ENTERED AT 12:04:43 ON 05 JUN 2008 

USE IS SUBJECT TO THE TERMS OF YOUR STN CUSTOMER AGREEMENT. 

PLEASE SEE "HELP USAGETERMS" FOR DETAILS. 

COPYRIGHT (C) 2008 AMERICAN CHEMICAL SOCIETY (ACS) 



FILE ' USPAT2 ' ENTERED AT 12:04:43 ON 05 JUN 2008 

CA INDEXING COPYRIGHT (C) 2008 AMERICAN CHEMICAL SOCIETY (ACS) 



FILE 'SCISEARCH' ENTERED AT 12:04:43 ON 05 JUN 2008 
Copyright (c) 2008 The Thomson Corporation 

FILE 'LIFESCI' ENTERED AT 12:04:43 ON 05 JUN 2008 
COPYRIGHT (C) 2008 Cambridge Scientific Abstracts (CSA) 



FILE ' ESBIOBASE ' ENTERED AT 12:04:43 ON 05 JUN 2008 

COPYRIGHT (C) 2008 Elsevier Science B.V., Amsterdam. All rights reserved. 

FILE ' BIOTECHABS ' ACCESS NOT AUTHORIZED 

FILE ' BIOTECHDS ' ENTERED AT 12:04:43 ON 05 JUN 2008 
COPYRIGHT (C) 2008 THOMSON REUTERS 

FILE 'MEDLINE' ENTERED AT 12:04:43 ON 05 JUN 2008 
=> s dicer? or (dsrna? ( s ) (degrad? or cleav?)) or 

( (doubl? ( s ) strand? ( s ) rna? )( s ) (degrad? or cleav?)) or (herna? (s) (degrad? or cleav?)) 
9 FILES SEARCHED. . . 

L2 55888 DICER? OR ( DSRNA? ( S )( DEGRAD? OR CLEAV?)) OR ((DOUBL?(S) STRAND? ( S 

) RNA?) (S) (DEGRAD? OR CLEAV?)) OR ( HERNA? ( S )( DEGRAD? OR CLEAV?)) 



=> s 12 (s) (huma? or sapien?) 

7 FILES SEARCHED. . . 
L3 5818 L2(S)(HUMA? OR SAPIEN?) 

=> s 13 (s) (rnasett) 

L4 637 L3 (S) (RNASE#) 

=> s 14 (s) (bindin##) 

L5 182 L4 (S) (BINDIN##) 

=> dup rem 15 

DUPLICATE IS NOT AVAILABLE IN 'GENBANK, USGENE ' . 
ANSWERS FROM THESE FILES WILL BE CONSIDERED UNIQUE 
PROCESSING COMPLETED FOR L5 

L6 160 DUP REM L5 (22 DUPLICATES REMOVED) 

=> d ti 16 1-160 

L6 ANSWER 1 OF 160 USPATFULL on STN 

TI System for High Production of Natural and Personalized Interferons 

L6 ANSWER 2 OF 160 USPATFULL on STN 
TI OLD-35 as an inflammatory agent 

L6 ANSWER 3 OF 160 USPATFULL on STN 

TI Methods and Materials Relating to Breast Cancer Diagnosis 

L6 ANSWER 4 OF 160 LIFESCI COPYRIGHT 2008 CSA on STN 

TI Mutations in the U5 Region Adjacent to the Primer Binding Site Affect tRNA 
Cleavage by Human Immunodeficiency Virus Type 1 Reverse Transcriptase In 

L6 ANSWER 5 OF 160 USPATFULL on STN 

TI Human RNase HI oligonucleotide compositions thereof 



L6 ANSWER 6 OF 160 USPATFULL on STN 

TI Methods and compositions for the specific inhibition of gene expression 



by double-stranded RNA 



L6 ANSWER 7 OF 160 USPATFULL on STN 

TI Methods to treat or prevent hormone-resistant prostate cancer using 

siRNA specific for protocadherin-PC, or other inhibitors of 
protocadherin-PC expression or activity 

L6 ANSWER 8 OF 160 USPATFULL on STN 

TI Identification of aging genes through large-scale analysis 

L6 ANSWER 9 OF 160 USPATFULL on STN 

TI Compositions and methods for generating short double-stranded rna using 

mutated rnase III 

L6 ANSWER 10 OF 160 USPATFULL on STN 

TI Primers for synthesizing full-length cDNA and their use 

L6 ANSWER 11 OF 160 USPATFULL on STN 

TI Methods of degrading dsrna and synthesizing rna 

L6 ANSWER 12 OF 160 USPATFULL on STN 

TI RNA interference mediating small RNA molecules 

L6 ANSWER 13 OF 160 USPATFULL on STN 

TI BIOINFORMATICALLY DETECTABLE GROUP OF NOVEL VACCINIA REGULATORY GENES 

AND USES THEREOF 

L6 ANSWER 14 OF 160 USPATFULL on STN 

TI Preparation of antibody or an antibody fragment-targeted immunoliposomes 

for systemic administration of therapeutic or diagnostic agents and uses 
thereof 

L6 ANSWER 15 OF 160 USPATFULL on STN 
TI Anti-pathogen treatments 

L6 ANSWER 16 OF 160 USPATFULL on STN 

TI BIOINFORMATICALLY DETECTABLE GROUP OF NOVEL VACCINIA REGULATORY GENES 

AND USES THEREOF 

L6 ANSWER 17 OF 160 BIOTECHDS COPYRIGHT 2008 THOMSON REUTERS on STN 
TI New capture probe comprising a first adapter segment, a second adapter 
segment and an miRNA binding segment, useful for isolating miRNAs; 
DNA probe capture and immobilization for microRNA isolation 

L6 ANSWER 18 OF 160 LIFESCI COPYRIGHT 2008 CSA on STN DUPLICATE 1 
TI Small-molecule activators of RNase L with broad-spectrum antiviral 
activity 

L6 ANSWER 19 OF 160 LIFESCI COPYRIGHT 2008 CSA on STN DUPLICATE 2 
TI Identification of the gene encoding a type 1 RNase H with an N-terminal 
double-stranded RNA binding domain from a psychrotrophic bacterium 

L6 ANSWER 20 OF 160 LIFESCI COPYRIGHT 2008 CSA on STN DUPLICATE 3 
TI Proteomic and functional analysis of Argonaute-containing mRNA-protein 
complexes in human cells 

L6 ANSWER 21 OF 160 Elsevier BIOBASE COPYRIGHT 2008 Elsevier Science B.V. 

on STN DUPLICATE 
TI Identification and biochemical analysis of a mitochondrial endonuclease 

of Podospora anserina related to curved-DNA binding proteins 

L6 ANSWER 22 OF 160 CAPLUS COPYRIGHT 2008 ACS on STN 



TI Evolutionary conservation of a unique amino acid sequence in human DICER 
protein essential for binding to Argonaute family proteins 

L6 ANSWER 23 OF 160 Elsevier BIOBASE COPYRIGHT 2008 Elsevier Science B.V. 
on STN 

TI Homodimeric Structure and Double-stranded RNA Cleavage Activity of the 
C-terminal RNase III Domain of Human Dicer 

L6 ANSWER 24 OF 160 USPATFULL on STN 

TI Methods for the identification, assessment, and treatment of patients 

with cancer therapy 

L6 ANSWER 25 OF 160 USPATFULL on STN 

TI Oligomeric compounds and compositions for use in modulation of 

pri-mirnas 

L6 ANSWER 26 OF 160 USPATFULL on STN 

TI Identification of gene expression by heart failure etiology 

L6 ANSWER 27 OF 160 USPATFULL on STN 

TI Cloning and characterization of microRNAs from rice 

L6 ANSWER 28 OF 160 USPATFULL on STN 

TI Dicer interacting proteins and uses therefor 

L6 ANSWER 29 OF 160 USPATFULL on STN 

TI Soluble rna polymerase protein and methods for the use thereof 

L6 ANSWER 30 OF 160 USPATFULL on STN 
TI Allele-specif ic RNA interference 

L6 ANSWER 31 OF 160 USPATFULL on STN 

TI Pharmaceutical compositions and methods useful for modulating 

angiogenesis, inhibiting metastasis and tumor fibrosis, and assessing 
the malignancy of colon cancer tumors 

L6 ANSWER 32 OF 160 USPATFULL on STN 

TI Genes displaying enhanced expression during cellular senescence and 

terminal cell differentiation and uses thereof 

L6 ANSWER 33 OF 160 USPATFULL on STN 

TI Methods and compositions for generating recombinant nucleic acid 

molecules 

L6 ANSWER 34 OF 160 USPATFULL on STN 

TI Means and methods for the specific modulation of target genes in the ens 

and the eye and methods for their identification 

L6 ANSWER 35 OF 160 USPAT2 on STN 

TI DICER INTERACTING PROTEINS AND USES THEREFOR 

L6 ANSWER 36 OF 160 BIOTECHDS COPYRIGHT 2008 THOMSON REUTERS on STN 
TI Composition for inhibiting proliferation of lung cancer exhibiting 

neuroendocrine differentiation, contains vector having DNA encoding small 
interfering RNA having sequence of human achaete scute homologue 1 mRNA, 
and carrier; 

vector-mediated small interfering RNA-encoding DNA transfer and 
expression in neuroendocrine differentiation-positive lung cancer for 
neuroendocrine differentiation-positive lung cancer proliferation 
inhibition and gene therapy 

L6 ANSWER 37 OF 160 CAPLUS COPYRIGHT 2008 ACS on STN 



TI DUF283 domain of Dicer proteins has a double-stranded RNA-binding fold 

L6 ANSWER 38 OF 160 LIFESCI COPYRIGHT 2008 CSA on STN DUPLICATE 5 
TI The role of PACT in the RNA silencing pathway 

L6 ANSWER 39 OF 160 USPATFULL on STN 

TI Polynucleotide compositions encoding S-adenosyl-L- 

methionine : phosphoethanolamine N-methyltransf erase and methods for 
modulating lipid biosynthesis in plants 

L6 ANSWER 40 OF 160 USPATFULL on STN 

TI Modular design and construction of nucleic acid molecules, 

aptamer-derived nucleic acid constructs, RNA scaffolds, their 
expression, and methods of use 

L6 ANSWER 41 OF 160 USPATFULL on STN 

TI Oligomeric compounds and compositions for use in modulation small 

non-coding RNAs 

L6 ANSWER 42 OF 160 USPATFULL on STN 
TI Oligo-or polynucleotides 

L6 ANSWER 43 OF 160 USPATFULL on STN 

TI Composition and method for introduction of RNA interference sequences 

into targeted cells and tissues 

L6 ANSWER 44 OF 160 USPATFULL on STN 

TI RNA interference mediating small RNA molecules 

L6 ANSWER 45 OF 160 USPATFULL on STN 

TI Means and methods for the specific inhibition of genes in cells and 

tissue of the ens and/or eye 

L6 ANSWER 46 OF 160 USPATFULL on STN 

TI Methods and compositions for enhancing the efficacy and specificity of 

RNAi 

L6 ANSWER 47 OF 160 USPATFULL on STN 

TI Methods and compositions for enhancing the efficacy and specificity of 

RNAi 

L6 ANSWER 48 OF 160 USPATFULL on STN 

TI Methods of using mammalian RNase H and compositions thereof 

L6 ANSWER 49 OF 160 USPATFULL on STN 

TI Human RNase III and compositions and uses thereof 

L6 ANSWER 50 OF 160 USPATFULL on STN 

TI Cell death-related nucleases and their uses 

L6 ANSWER 51 OF 160 USPATFULL on STN 

TI Compositions and methods for preparing short RNA molecules and other 

nucleic acids 

L6 ANSWER 52 OF 160 USPATFULL on STN 

TI Acyl-nucleotide probes and methods of their synthesis and use in 

proteomic analysis 

L6 ANSWER 53 OF 160 USPATFULL on STN 
TI Syndecans and angiogenesis 

L6 ANSWER 54 OF 160 USPATFULL on STN 



TI DECREASING GENE EXPRESSION IN A MAMMALIAN SUBJECT IN VIVO VIA 

AAV-MEDIATED RNAi EXPRESSION CASSETTE TRANSFER 



L6 ANSWER 55 OF 160 USPAT2 on STN 

TI Cell death-related nucleases and their uses 

L6 ANSWER 56 OF 160 USPAT2 on STN 

TI Acyl-nucleotide probes and methods of their synthesis and use in 

proteomic analysis 

L6 ANSWER 57 OF 160 BIOTECHDS COPYRIGHT 2008 THOMSON REUTERS on STN 
TI New composition comprising modified nuclease, useful for treating or 
preventing a viral disease or a non-viral disease, e.g. Alzheimer 
disease, Parkinson disease, multiple sclerosis or age-related dementia; 
the use of a recombinant nuclease and peptide nucleic acid in a 
composition for a neurodegenerative disease gene therapy application 

L6 ANSWER 58 OF 160 BIOTECHDS COPYRIGHT 2008 THOMSON REUTERS on STN 
TI New oligomeric compound that can hybridize with or sterically interfere 
with nucleic acid molecules comprising or encoding small non-coding RNA 
targets, useful for treating e.g., cancer and diabetes; 

vector-mediated human ERK5 protein-specific small interfering RNA and 
antisense oligonucleotide administration and expression in stem cell 
for use in disease gene therapy and RNA interference 

L6 ANSWER 59 OF 160 BIOTECHDS COPYRIGHT 2008 THOMSON REUTERS on STN 
TI Inactivating a virus (e.g. HCV) in a patient to treat the viral infection 
comprises administering to the patient a modified small interfering RNA 
in an amount to inactivate the virus; 

virus replication inhibition using RNA interference for use in gene 
therapy 

L6 ANSWER 60 OF 160 Elsevier BIOBASE COPYRIGHT 2008 Elsevier Science B.V. 
on STN 

TI Normal microRNA maturation and germ-line stem cell maintenance requires 
loquacious, a double-stranded RNA-binding domain protein 

L6 ANSWER 61 OF 160 LIFESCI COPYRIGHT 2008 CSA on STN DUPLICATE 6 
TI TRBP recruits the Dicer complex to Ago2 for microRNA processing and gene 
silencing 

L6 ANSWER 62 OF 160 LIFESCI COPYRIGHT 2008 CSA on STN DUPLICATE 7 
TI Structural basis for 5 ' -end-specif ic recognition of guide RNA by the A. 
fulgidus Piwi protein 

L6 ANSWER 63 OF 160 LIFESCI COPYRIGHT 2008 CSA on STN 

TI Normal microRNA Maturation and Germ-Line Stem Cell Maintenance Requires 
Loquacious, a Double-Stranded RNA-Binding Domain Protein 

L6 ANSWER 64 OF 160 USPATFULL on STN 

TI Methods of using mammalian RNase H and compositions thereof 

L6 ANSWER 65 OF 160 USPATFULL on STN 

TI Modulation of PAI-1 mRNA-binding protein expression 

L6 ANSWER 66 OF 160 USPATFULL on STN 

TI Expression profiles for breast cancer and methods of use 

L6 ANSWER 67 OF 160 USPATFULL on STN 

TI Oligoribonucleotides and ribonucleases for cleaving RNA 



L6 



ANSWER 68 OF 160 USPATFULL on STN 



TI Human RNase III and compositions and uses thereof 

L6 ANSWER 69 OF 160 USPATFULL on STN 

TI Human RNase III and compositions and uses thereof 

L6 ANSWER 70 OF 160 USPATFULL on STN 

TI Human RNase HI and oligonucleotide compositions thereof 

L6 ANSWER 71 OF 160 USPATFULL on STN 
TI Anti-pathogen treatments 

L6 ANSWER 72 OF 160 USPAT2 on STN 

TI RNA interference mediating small RNA molecules 

L6 ANSWER 73 OF 160 USPAT2 on STN 

TI RNA interference mediating small RNA molecules 

L6 ANSWER 74 OF 160 USPAT2 on STN 
TI Anti-pathogen treatments 

L6 ANSWER 75 OF 160 BIOTECHDS COPYRIGHT 2008 THOMSON REUTERS on STN 
TI New RNase resistant small interfering RNA, useful for treating viral 

infections, e.g., hepatitis C, influenza virus or coronavirus infection; 

small interfering RNA transfer and expression in host cell for RNA 

interference and gene therapy 

L6 ANSWER 76 OF 160 BIOTECHDS COPYRIGHT 2008 THOMSON REUTERS on STN 
TI Making a cell or multicellular organism with resistance to a viral 
pathogen susceptible to infect the cell or organism by genetically 
modifying the cell or organism to utilize polynucleic acid molecule or 
viral RNA transcript as a template; 

transgenic plant construction using genetically modified cell and 
polynucleic acid molecule for use in disease-resistance 

L6 ANSWER 77 OF 160 LIFESCI COPYRIGHT 2008 CSA on STN DUPLICATE 8 
TI Two Modes of HIV-1 Polypurine Tract Cleavage Are Affected by Introducing 
Locked Nucleic Acid Analogs into the (-) DNA Template 

L6 ANSWER 78 OF 160 LIFESCI COPYRIGHT 2008 CSA on STN DUPLICATE 9 
TI The Drosha-DGCR8 complex in primary microRNA processing 

L6 ANSWER 79 OF 160 LIFESCI COPYRIGHT 2008 CSA on STN DUPLICATE 10 

TI Single Processing Center Models for Human Dicer and Bacterial RNase III 

L6 ANSWER 80 OF 160 USPATFULL on STN 

TI Human Rnase HI and oligonucleotide compositions thereof 

L6 ANSWER 81 OF 160 USPATFULL on STN 

TI MDA-7 proteins and methods of use thereof 

L6 ANSWER 82 OF 160 USPATFULL on STN 
TI Syndecans and angiogenesis 

L6 ANSWER 83 OF 160 USPATFULL on STN 
TI 207 human secreted proteins 

L6 ANSWER 84 OF 160 USPATFULL on STN 

TI Compositions and methods for the therapy and diagnosis of colon cancer 

L6 ANSWER 85 OF 160 USPATFULL on STN 

TI Oligoribonucleotides and ribonucleases for cleaving RNA 



L6 ANSWER 86 OF 160 USPATFULL on STN 

TI Genes displaying enhanced expression during cellular senescence and 

terminal cell differentiation and uses thereof 

L6 ANSWER 87 OF 160 USPATFULL on STN 

TI Oligoribonucleotides and ribonucleases for cleaving RNA 

L6 ANSWER 88 OF 160 USPATFULL on STN 

TI Oligoribonucleotides and ribonucleases for cleaving RNA 

L6 ANSWER 89 OF 160 USPATFULL on STN 

TI Oligoribonucleotides and ribonucleases for cleaving RNA 

L6 ANSWER 90 OF 160 USPATFULL on STN 

TI Compositions and methods for the therapy and diagnosis of pancreatic 

cancer 

L6 ANSWER 91 OF 160 USPATFULL on STN 

TI Human RNase III and compositions and uses thereof 

L6 ANSWER 92 OF 160 USPAT2 on STN 

TI Genes displaying enhanced expression during cellular senescence and 

terminal cell differentiation and uses thereof 

L6 ANSWER 93 OF 160 BIOTECHDS COPYRIGHT 2008 THOMSON REUTERS on STN 
TI Reducing expression of target gene in cell, by incubating dsRNA 

corresponding to part of target gene with effective amount of composition 
comprising RNase III domain, and transfecting siRNA into cell; 

involving DNA primer, polymerase chain reaction and RNA-polymerase 

L6 ANSWER 9 4 OF 16 0 BIOTECHDS COPYRIGHT 2008 THOMSON REUTERS on STN 
TI New nucleobase oligomers that inhibit expression of inhibitor of 

apoptosis gene, useful for treating cancer and other lymphoprolif erative 
disorders by inducing apoptosis; 

antisense oligonucleotide or dsRNA transfer and expression in host 
cell for cancer gene therapy 

L6 ANSWER 95 OF 160 LIFESCI COPYRIGHT 2008 CSA on STN DUPLICATE 11 
TI Degradation of Double-Stranded RNA by Human Pancreatic Ribonuclease : 
Crucial Role of Noncatalytic Basic Amino Acid Residues 

L6 ANSWER 96 OF 160 CAPLUS COPYRIGHT 2008 ACS on STN 

TI Identification of eight members of the Argonaute family in the human 
genome 

L6 ANSWER 97 OF 160 USPATFULL on STN 

TI METHOD FOR GENERATING A SUBTRACTED CDNA LIBRARY AND USES OF THE 

GENERATED LIBRARY 

L6 ANSWER 98 OF 160 USPATFULL on STN 

TI Oligoribonucleotides and ribonucleases for cleaving RNA 

L6 ANSWER 99 OF 160 USPATFULL on STN 

TI Human RNase III and compositions and uses thereof 

L6 ANSWER 100 OF 160 USPATFULL on STN 
TI Human RNase HI mutants 

L6 ANSWER 101 OF 160 USPATFULL on STN 

TI Compositions and methods for the therapy and diagnosis of colon cancer 

L6 ANSWER 102 OF 160 USPATFULL on STN 



TI Compositions and methods for the therapy and diagnosis of ovarian cancer 

L6 ANSWER 103 OF 160 USPAT2 on STN 

TI MDA-7 nucleic acid molecules and pharmaceutical compositions thereof 

L6 ANSWER 104 OF 160 USPAT2 on STN 

TI Human RNase III and compositions and uses thereof 

L6 ANSWER 105 OF 160 USPAT2 on STN 
TI Human RNase HI mutants 

L6 ANSWER 106 OF 160 BIOTECHDS COPYRIGHT 2008 THOMSON REUTERS on STN 
TI Novel dynamic action reference tool (DART) comprising a molecular shaft 
covalently linked to a linkage polypeptide covalently linked to a 
molecular point, useful for isolating and analyzing nucleic acids, 
polypeptides ; 

dynamic action reference tool and vector expression in host cell for 
use in disease gene therapy 

L6 ANSWER 107 OF 160 BIOTECHDS COPYRIGHT 2008 THOMSON REUTERS on STN 

TI Novel human RNase HI polypeptide comprising mutations compared to wild 

type human RNase HI useful for inhibiting expression of selected protein 
by antisense oligonucleotide targeted to RNA encoding selected protein; 
vector plasmid pETl 7b-mediated gene transfer and expression in host 
cell for use in gene therapy 

L6 ANSWER 108 OF 160 BIOTECHDS COPYRIGHT 2008 THOMSON REUTERS on STN 
TI Generating mRNA-cDNA hybrids for suppressing cancer-related genes, or 
treating or preventing microbe related genes, comprises thermocycling 
steps of promoter-linked double-stranded cDNA or RNA synthesis; 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB The invention is directed to compositions and methods for selectively 

reducing the expression of a gene product from a desired target gene in 



a cell, as well as for treating diseases caused by the expression of the 
gene. More particularly, the invention is directed to compositions that 
contain double stranded RNA ("dsRNA"), and methods for preparing them, 
that are capable of reducing the expression of target genes in 
eukaryotic cells. The dsRNA has a first oligonucleotide sequence that is 
between 25 and about 30 nucleotides in length and a second 
oligonucleotide sequence that anneals to the first sequence under 
biological conditions. In addition, a region of one of the sequences of 
the dsRNA having a sequence length of at least 19 nucleotides is 
sufficiently complementary to a nucleotide sequence of the RNA produced 
from the target gene to trigger the destruction of the target RNA by the 
RNAi machinery. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB Compositions and methods are provided for preparing an hsiRNA mixture 

and for silencing of gene expression in vivo. The composition relates to 
a mutant Rnaselll. The methods are directed to reacting a preparation of 
dsRNA with an effective amount of a mutant RNAse III to produce the 
hsiRNA mixture. 
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AB A protein having an activity of degrading a dsRNA, namely, being capable 

of acting on a long-chain dsRNA to form a dsRNA of a definite length; a 
method of efficiently preparing a dsRNA of a definite length which 
comprises treating a dsRNA with the protein having an activity of 
degrading a dsRNA in the coexistence of a protein having an activity of 
binding to a nucleic acid such as a protein having an RNA-binding 
activity; and a method of using the protein having an activity of 
binding to a nucleic acid to elevate the efficiency in an RNA synthesis 
reaction typified by dsRNA synthesis. 

CAS INDEXING IS AVAILABLE FOR THIS PATENT. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB Double-stranded RNA (dsRNA) induces sequence-specific 

post-transcriptional gene silencing in many organisms by a process known 
as RNA interference (RNAi) . Using a Drosophila in vitro system, we 
demonstrate that 19-23 nt short RNA fragments are the sequence-specific 
mediators of RNAi. The short interfering RNAs (siRNAs) are generated by 
an RNase Ill-like processing reaction from long dsRNA. Chemically 
synthesized siRNA duplexes with overhanging 3' ends mediate efficient 
target RNA cleavage in the lysate, and the cleavage site is located near 
the center of the region spanned by the guiding siRNA. Furthermore, we 
provide evidence that the direction of dsRNA processing determines 
whether sense or antisense target RNA can be cleaved by the produced 
siRNP complex. 
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The Argonaute family and DICER proteins are major key proteins involved in 
the RNA-mediated gene silencing mechanism of various species. In this 
mechanism, cleavage of mRNAs (mRNA) or suppression of mRNA translation 
takes place via small RNAs that are uniquely processed by DICER. 
Previously, human Argonaute family proteins were demonstrated to bind to 
DICER. This study identified a unique amino acid sequence of 127 amino 
acids in the RIBOc-A domain of human DICER protein as a "binding site" to 
Argonaute proteins. Comparative genomics anal, revealed that this unique 
amino acid sequence is highly conserved in the vertebrates, but not found 
in the non-vertebrate species. Significant difference in the RIBOc-A 
domain of DICER protein between vertebrate and non-vertebrate species may 
help exploring the functional complexity in the RNA-mediated gene 
silencing mechanism. 
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is two RNase III domains 



(RNase Ilia and RNase Illb) that are responsible for 

the production of short interfering RNAs and microRNAs. These 

small RNAs induce gene silencing known as RNA 

interference. Here, we report the crystal structure of the C-terminal 
RNase III domain (RNase Illb) of human 

Dicer at 2.0 A resolution. The structure revealed that the 
RNase Illb domain can form a tightly associated homodimer, which 
is similar to the dimers of the bacterial RNase III domains and 
the two RNase III domains of Giardia Dicer. 

Biochemical analysis showed that the RNase Illb homodimer can 
cleave double-stranded RNAs ( 

dsRNAs), and generate short dsRNAs with 2 nt 3 ' 

overhang, which is characteristic of RNase III products. The 

RNase Illb domain contained two magnesium ions per monomer around 

the active site. The distance between two Mg-1 ions is approximately 20.6 

A, almost identical with those observed in bacterial RNase 

III enzymes and Giardia Dicer, while the locations of two Mg-2 

ions were not conserved at all. We presume that Mg-1 ions act as 

catalysts for dsRNA cleavage, while Mg-2 ions are 

involved in RNA binding. .COPYRGT. 2007 Elsevier Ltd. 

All rights reserved. 
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CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

AB Dicer (e.g., DCR-1) interactors are disclosed as are methods to 

positively or negatively modulate Dicer activity. Uses of Dicer 
interactors as drug targets are featured. Also featured are uses of 
Dicer interactors and modulators of same to modulate various Dicer 



functions in vitro, in cell cultures, and in vivo. 
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English 

AB Two RNases, Dicer and Argonaute, are at the heart of the RNA interference 
(RNAi) mol. machinery responsible for gene silencing. Both RNases contain 
multiple domains, most of which have been characterized or have functions 
that can be predicted based on sequence comparisons. However, Dicers of 
higher eukaryotes contain the domain known as DUF283 which at present has 
no assigned role. Using sensitive profile-profile comparisons, the 
authors detected a divergent double-stranded RNA-binding domain coinciding 
with the DUF283 of Dicer. This finding has potential implications 
regarding the mechanistic role of Dicer in RNAi. 
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Under physiological salt conditions double-stranded 
(ds) RNA is resistant to the action of most mammalian 
extracellular ribonucleases (RNases) . However, some 
pancreatic-type RNases are able to degrade 
dsRNA under conditions in which the activity of bovine 
RNase A, the prototype of the RNase superfamily, is 
essentially undetectable. Human pancreatic ribonuclease (HP- 
RNase) is the most powerful enzyme to degrade 
dsRNA within the tetrapod RNase superfamily, being 

500-fold more active than the orthologous bovine enzyme on this substrate. 
HP-RNase has basic amino acids at positions where RNase 

A shows instead neutral residues. We found by modeling that some of these 
basic charges are located on the periphery of the substrate 
binding site. To verify the role of these residues in the 
cleavage of dsRNA, we prepared four variants of HP- 
RNase: R4A, G38D, K102A, and the triple mutant R4A/G38D/K102A. The 
overall structure and active site conformation of the variants were not 
significantly affected by the amino acid substitutions, as deduced from CD 



spectra and activity on single-stranded RNA 

substrates. The kinetic parameters of the mutants with double 

-helical poly (A) times poly(U) as a substrate were determined, as well as 

their helix-destabilizing action on a synthetic DNA substrate. The results 

obtained indicate that the potent activity of HP-RNase on 

dsRNA is related to the presence of noncatalytic basic residues 

which cooperatively contribute to the binding and 

destabilization of the double-helical RNA molecule. 

These data and the wide distribution of the enzyme in different organs and 
body fluids suggest that HP-RNase has evolved to perform both 
digestive and nondigestive physiological functions. 
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AB The present invention provides polynucleotides encoding human RNAse III 

and polypeptides encoded thereby. Methods of using said polynucleotides 
and polypeptides are also provided. 
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RNA silencing phenomena, known as post-transcriptional gene silencing in 
plants, quelling in fungi, and RNA interference (RNAi) in animals, are 
mediated by double-stranded RNA (dsRNA) and mechanistically intersect at 
the RNase Dicer. Here, we report cloning and expression of the 218 kDa 
human Dicer, and characterization of its RNase 



activity and dsRNA-binding properties. The recombinant enzyme 
generated .apprx. 21-23 nucleotide products from dsRNA. Processing of the 
microRNA let-7 precursor by Dicer produced an apparently mature let-7 RNA. 
Mg2+ was required for dsRNase activity, but not for dsRNA binding, thereby 
uncoupling these reaction steps. ATP was dispensable for dsRNase activity 
in vitro. The Dicer -dsRNA complex formed at high KC1 concns. was 
catalytically inactive, suggesting that ionic interactions are involved in 
dsRNA cleavage. The putative dsRNA-binding domain located at the 
C-terminus of Dicer was demonstrated to bind dsRNA in vitro. Human Dicer 
expressed in mammalian cells colocalized with calreticulin, a resident 
protein of the endoplasmic reticulum. Availability of the recombinant 
Dicer protein will help improve our understanding of RNA silencing and 
other Dicer-related processes. 
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